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Figure 2 

Alignment of the CAH gene from Myrothecium verrucaria with a new cyanamide 
tolerance gene isolated from Aspergillus (CAH-H1) and a non-functional yeast CAH 
homolog (CAH-H2) 

CAH MS S SEVKANGWT AVP VS AKAI VDS LGKLGD VS S Y S VE DI AFPAADKLVAEAQAFVKARLS 60 
CAH-H1 MCQNE VEVNGWT SMPADAGAI FDGGPFI NV PEAL S I EEI KFP VDDPI VEKTMR Y AKAAL P 60 
CAH-H2 MSQYGFVRVPREVEKAIP WNAPRPRAWPPPNSETARLVREYAAKELT 49 

• * • • * • * • * 

• • ••..»., . z • • ••••• • 

CAH PETYNHSMRVFYW GTVIARRLLPEQAKDLS PSTWALTCLLHD 102 

CAH-H1 T ET FN H SMRV Y Y YGMQ DC AS HGVL I NRSQALGMA I TKQQFPKQ A SALS PSTWALTCLLHD 120 

CAH-H2 APVLNHSLRVFQY SVAIIRDQFP — AWDLDQEVLYVTCLLHD 89 

. . ***:*♦: : ..*::***... ;****** 

CAH VGTAEAYFTSTRMSFDIYGGIBCAMEVLK-VLGSSTDQAEAVAEAIIRHEDVGVDGNITFL 161 

CAH-H1 I GTS DHNLAATRMS FDI YGGI KALEVLK-GFGATS DQAEAVAEAI I RHQDLGVHGTI TYI 179 

CAH-H2 lATTDKNMRATKMSFEYYGGILSREtiVFNATGGNQDYADAVTEAIIRHQDLTGTGYITTL 149 

:.*:: : :*:***: **** ; *.. * *;**•******•** * ** . 

CAH GQL I QLAT L YDNVGA Y DG I DDFG S WVDDTTRN S I NTAFPRHGWC S W FACTVRKEE SNKP W 221 

CAH-H1 GQLIQLATIYDNVGAHPYVKDFGELIHDTTRSQVHEAHPPGEWRTFFSGVIQKEQAIKPW 239 

CAH-H2 GLILQIATTLDNVGSN TDLIHIDTVSAINEQFPRLHWLSCFATWDTENSRKPW 203 

* ::*:** ***♦: .:•*.::.* *:*:.: .*:: *** 



CAH 

CAH-H1 
CAH-H2 



CHTTHI PO-FDKQMEANTLMKPWE 244 

CHTKKMVN-VLRKGSRHPDGQ 259 

GHTSSLGDDFSKKVICNTFGYN — 225 
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Figure 3 

Alignment between a new ubiquitin-like promoter (UbiN) and the corresponding part of 
the sugarcane Ubiquitin-4 promoter. 

Obi 4 AAGCAAACGGTATAGCAACGGTGTTAACCTGATCTAGTGATCTCTTGCAATCCTTAACGG 60 

UbiN AAGCAAAGGCTATGGCAACTGTGTCACCGCCCTTCGCTG CGTG TTAACGG 50 

******* ***** ***** **** * * * ** * ** ******* 

Obi4 CCACCTACCGCAGGTAGCAAACGGCGTCCCCCTCCTCGATATCTCCGCGGCGACCTCTGG 120 

ObiN ' CCACCAACCGCAGGTAGCAAACGGCGTGCACCTTCCCGAGATCTCCACAGCGAGGTCTGG 110 



Obi 4 CTTTTTCCGCGGAATTGCGCGGTGGGGACGGATTCCACAACCGCGACGCAA-CCGCCTCT 179 

UbiN CTTTTTCCGCCTTCCCG-GAAACCGCGGTGGTTTC AGCGTGGCGGATTCCCCCTCC 165 

********** * * * * ** *** ******* ** **** 

Ubi4 CGCCGCTGGGCCCCACACCGCTCGGTGCCGTAGCCTCACGGGACTCTTTCTCCCTCCTCC 239 

UbiN CACCACCCAACCGC-CATAAATACCAGCCCCCACCTCACT CTC TTTGCAT ATCCATC 22 1 

* ** * ***** * *** ****** ****** *** * 



Ubi4 
UbiN 



CCCGTTATAAATTGGCTTCATCCCCTCCTTGCCTC 274 
CAAATCCCA GTCCCCAATC 240 
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Figure 4. GUS-expression in Agrobactero um-infected alfalfa seedlings 

vortex": subjection by immersing (30 minutes) seedlings into an Agrobacterium 
suspension; "+ vortex" subjection by vortexing (30 minutes) seedlings immersed in an 
Agrobacterium suspension. 
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